and NCI-H2170 cells were fractionated to cytosol and membrane. Anti-SOD1 antibody was used to confirm proper isolation of cytosolic fraction. Anti-MET antibody was used to assess the successful enrichment of membrane fraction. Figure S4 Recombinant GST, GST-KRT19 (wt) and were purified from an E. Coli expression system. Recombinant HER2-C terminal domain-3HA-6His (HER2 C-ter) was purified from HEK293T expression system. The purified proteins were subjected to SDS-PAGE and detected by Coomassie Brilliant Blue (CBB) staining. In vitro binding analysis was performed to assess direct interaction for each of the purified proteins (GST, GST-KRT19 (wt) and GST-T4 (wt)) to the purified HER2-C-ter protein. The GST proteins was incubated with HER2-C ter protein, precipitated by Glutathione Sepharose 4B beads (GSH beads), and analyzed by Western blotting for the precipitates. Figure S5 Recombinant GST, GST-T4 (wt and S35D) and GST-KRT19 (wt and S35D) were purified from an E. Coli expression system. The purified proteins were subjected to SDS-PAGE and detected by Coomassie Brilliant Blue (CBB) staining. After HER2 was transfected to HEK293T, purified GST proteins were administered to the cultures.
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Supplementary Figure S6
The KRT19 in NCI-H1781 and NCI-H2170 were suppressed using siRNA. Ras-related gene set was significantly enriched in both datasets with top rank in total score (See Supplementary Table S2) . Figure S9 , S10 Full-length blots in the main paper are presented. NCC, National Cancer Center in Japan; TCGA, the cancer genome atlas
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